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BTSeq™ online order sysﬂn[Hézel].
User guide
https: //btseq celemlcs com

Innovate DNA-based material with novel sequencing technology
to disrupt the paradigm of medicine, biopharma, microbiome,
synthetic biology, and AgBio.
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Online order site - https://btseq.celemics.com
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De novo Resequencing SARS-CoV-2 Raw data Microbial
WGS Identification

2
1 Resequencing Z2t0|H MY E= referenceE €11 U= HEL G7[AME &4
2  Denovo Reference Q19 primerME8E 22 = ME9| I Mg 24
3 CoVID-19 WGS SARS-CoV2 Virus(CoVID-19)2| M&F M A A
4  BTSeq Raw data BTSeq Raw data A{H|A
5 Microbial Identification o= 38 MH| 2 (M=, &EO0])
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Reaction Information *

Sequencing type

Sample Information

When sending in the form of a 96well plate

when sending plasmid samples

Zample Mame *

C
Sequencing type

(If the sample is a plasmid)

d

Flatz Mame

e
Well Postion

f

Product S=e(bp)

Target Sze{bp) *

h

Plasmid Wector

i
Plasmid Vector Sze

1

H A ©
Q=M=

Insert sequencing

EFI(PCR product, Plasmid)
| =SEAH| 22| A2 PCR product, Plasmid Enrichment2| 4% Plasmid 414
c. Sequencing type 4B} : Full sequencing

- PCR product= HH| M
d. Plate name (plate2 2| 2| A|)
e. Well position (plate2 2| 2| A|)
f. Product size : M| Z0] & (2kb - 2000)
g. Target size : product size2} S €A FHM| 20| ¥ (2kb > 2000)
h. Plasmid Vector : vector 0| 7| X}
i. Plasmid Vector size : product size 0| [Ct2}

j. Sample concentration : & & 7| XY

M EH

Celemics 1

71222 517| w20 i

D2

HSIX| piote H

10kbp t

Sample Concentration




Primer Information
Do t i than the default It length
| = = : Proceed regardless of QC result you agree to receive more than the defau res..u . ng Note
Forward Prmer T when BTSeq results are not good (the default policy is 2kb)
Forward Primer Sequence(S to 3) Rewverse Primer Sequence(5 to 3) | Primer Concentration {pmodful)
Mame Mame p q I
Fi GGGGATCGGAATTAATTCOCGE | R1 GGCGATGCGTACCGACTC | 10 o X ZIEtAE Y

X denovol| AL k~o7HX| 7|xjf otgt
k. Forward primer name : 7| X Qt&t
|. Forward primer sequence(5’-3’) : 7| Xl Qt&t
m. Reverse primer name : 7| X &t
n. Reverse primer sequence(5’-3’) : 7| X t&t
0. Primer Concentration : Primer &= (7|Z] % M| 335} x| otx =)
p. Proceed regardless of QC result : £ X| ?JS CZ4t0| e THAE B2F
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : BTSeq =41 217t £X| &2
AU E *27 OIX| 2hX| Qb= AKX 2FH

r. note ; 7|Ef E0|AF 7| XY, Plasmid Enrichment2| 4% slE £ &0 ‘Plasmid Enrichment 7| X}

AL 7| & 2kbO| LY
@) VEDS
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FEETEIL majo|o] HE 24 F2Ew el Feas
NAME 9777 | RRMPNOSEC | BEAOEAZ S |+ —
O Sample Mame * Sample type * Sequencing type Plate Name Well Position Product Size(bp) Target Size(bp) * Plasmid Vector Plasmid Vector Size  Sample Concentration (ngul)
o Sample PCR product Full sequencing 2000 2000 pET 2500 200
O 1 1
a b C d e f g h i j

a. 4E0|&
b. ME E}(PCR product, Plasmid)

- Plasmid Enrichment2| 42 Plasmid &4
c. Sequencing type M&H : Insert sequencing / Full sequencing

- PCR producte 8N MEEME 7|22 2 517| | 20f HE4SHX| Qtof = H
d. Plate name (plate 2 2|Z| A|)
e. Well position (plate2 2| 2| A|)
f. Product size : plasmid2| @< Vector + insert size& 7|XH)
g. Target size : Insert sequencingOl|A] target@H Tt FM S |St= A F target size 7| XY

: Raw dataZdQ| A% 102 read ¥ Z$ 1000002 7| XH BHC}
: CoVID-19 ¥ Z2| F2 3000002 E 7| xjjetCt,

h. Plasmid Vector : vector O| 2 7| X}
i. Plasmid Vector size : product size®j [Ct2f M EH
j. Sample concentration : & &% 7| XY

- 14 -
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[J  Forward Primer Name  Forward Primer Sequence{5to3)  Reverse Primer Name  Reverse Primer Sequence(5to 3) Primer Concentration (pmoliul) Proceed regardless of QC result Do agree receive more Note

O F1 ATCCCTCATGTG R1 CGGGTGAGTGC 5 O O Not purified
K I m 0 P q r S

¥ denovo@| AL k~o7tX| 7| XY otgt

k. Forward primer name : F Z2{0|H 0| &

|. Forward primer sequence(5’-3’) : FZ 20| A&

m. Reverse primer name : R Z2}0|H 0| &

0. Reverse primer sequence(5’-3’) : RZZ|0|H A&

p. Primer Concentration : Primer %E(X1|-T'-3FX| Ot &)

g. Proceed regardless of QC result : £X| %2 QCZ1t0f| 2 THOE 27
r. Do you agree to receive more than the default result length

when BTSeq results are not good (the default policy is 2kb) : BTSeq =41 Z1t7f £EX| &2 AL 7| = 2kbO| LY
7E=|_|—_||.§ HIS 7-|o|x| l:||-x| or=2 79 O|x| VEpS)
= C=2 A L= L AL L— = O

s. note : 7|E} EO|AFE 7| X, Plasmid Enrichment2| 4% s 220 ‘Plasmid Enrichment’7|XH

-15 -



) CELEMICS

Resequencing

Chapter2-2




L\
é CELEMICS

TE HES SEOIE IE 2= FF ' M HOlH A Y FE F /HKE 4 Y = UAS

e == |
o), HolE YWY FE
E:Z UE 88, 42 8%, Ioo| EE S HojHE *E 2=t £+22 + AUSLICL

-17 -



] L\
¢ CELEMIGS

B : : @ 44 YB3 | 22
e e o @ Cr2g2 dd dE J2 7| MM 28 oS
1| O] X[)
OIie §IRES S0t $2 P4 FE Y HY MY Y2 =0 JhsELc, ] @ @ @ ?—;EO{% 7|XH_-6|-_|- El-%%ox-l XOI- __éidrag&drop =
= ‘Y=L Ot e s FEHo0] §2E
2ot o d =3 kW] @ El‘% |:I_|_7:”E %gi

MH G

0] HHS S2BHAL MUS Eaj0dte] Y=E

o] tHAI2

-18 -




.~ ,l"‘
- Resequencing é) CELEMICS =

Y Y2E F2

. . . Sample Information
Reaction Information * Sequencing type
When sending in the form of a 96well plate when sending plasmid samples
Mo .
: a b SEquen('::ing type d € f g h I Sample C tratio
- o il D MCEMN n
Zample Mame * Sample type * i ) Plate Marne Well Position Product Sme(bp) Target Size(bp) * Plazmid Vector Plasmid Vector Size F
(If the sample is a plasmid) {ng/ul)
=) c1 Plazmid Insert sequencing Celermics 1 o2 10kbp 1
AH | =
0| =

a. MES
b. MZ EI2 : PCR product, Plasmid
c. Sequencing type 4184 : Insert sequencing / Full sequencing
- PCR product= A MEEME 7|22 2 57| I 20j MEESIX| Lot =
d. Plate name (plate£ 2| &| A|)
e. Well position (plate 2 2| 2| A|)
f. Product size : plasmid2] 4% Vector + insert size2 7|x{
g. Target size : Insert sequencingOlM targetdH2 2M S 5t= AL target size 7| X
h. Plasmid Vector : vector O|-& 7| X{
i. Plasmid Vector size : product sizef| 2} 41E4
j. Sample concentration : & sX 7| Xj

-19 -



Primer Information
Do you agree to receive more than the default result length Note

| m n 0 Proceed regardless of QC result when results are no o defau i
an:lr:mF;r'lmer Forward Primer Sequence(5 to 3) Remeﬁr::mer Reverse Primer Sequence(S to 3) |Primer Concentration {pmol/ul) p hen BTSed "5 taﬂﬂd e r
F1 GGGGATCGGAATTAATICOCGE | R1 GGCGATGOGTACCGACTC | 10 o X ZIERANE BE
k. Forward primer name : F Z2{0|H 0| &
|. Forward primer sequence(5’-3’) : FZ 20| H A&
m. Reverse primer name : R Z2}0|H 0| &
n. Reverse primer sequence(5’-3’) : RZ2}0|H A
*I2lo|H ME2A, T, G, CTH 30| 7}535tH, IUPAC codeZt U&= ME2| AL B QLY - 234 0] X|
0. Primer Concentration : Primer -LC?E(X1I-T'—3M| oL &)
p. Proceed regardless of QC result : £X| %2 QCZ1t0f| 2 TIHAH & A7
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : BTSeq =41 217t £X| &2 42 7|2 2kbO| LK
7:|—||_E HF S 7 |x| I:IFX' ore 7 O|X| EDS|
= C = o= A L- = O

r. note : 7|Ef E0|A 7| XY, Plasmid Enrichment2| 2% sjE 220 ‘Plasmid Enrichment’ 7| N N
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FEETEIL majo|o] HE 24 F2Ew el Feas
NAME 9777 | RRMPNOSEC | BEAOEAZ S |+ —

O Sample Mame * Sample type * Sequencing type Plate Name Well Position Product Size(bp) Target Size(bp) * Plasmid Vector Plasmid Vector Size  Sample Concentration (ngul)
o Sample PCR product Full sequencing 2000 2000 pET 2500 200
O 1 1

a b C d e f g h i j

a. 4E0|&
b. & E}RI(PCR product, Plasmid)
- Plasmid Enrichment2| 42 Plasmid &4
c. Sequencing type M&H : Insert sequencing / Full sequencing
- PCR product= MM ME2ME 7|22 = 87| I 20| ME4SX] kot E
d. Plate name (plate 2 2|Z| A|)
e. Well position (plate2 2| 2| A|)
f. Product size : plasmid2| @< Vector + insert size& 7|XH)
g. Target size : Insert sequencingOl|A] target@H Tt FM S |St= A F target size 7| XY
h. Plasmid Vector : vector O| 2 7| X}
i. Plasmid Vector size : product sized| [I}2} A EH
j. Sample concentration : & &% 7| XY

-21 -
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[J  Forward Primer Name  Forward Primer Sequence{5to3)  Reverse Primer Name  Reverse Primer Sequence(5to 3) Primer Concentration (pmoliul) Proceed regardless of QC result Do agree receive more Note

O F1 ATCCCTCATGTG R1 CGGGTGAGTGC 5 O O Not purified
K I m 0 P q r S

k. Forward primer name : F Z2{0|H 0| &
|. Forward primer sequence(5’-3’) : FZ 20| H A&
m. Reverse primer name : R Z2}0|H 0| &

0. Reverse primer sequence(5’-3’) : RZZ|0|H A{E
*ZEL0|H ME2 A, T, G, CTH 20| 7t55HH, IUPAC code?t = M B2 AL HE QLY - 231 0| X|

p. Primer Concentration : Primer %E(X1I-T'-3Fx| ROt )
g. Proceed regardless of QC result : £X| %2 QCZ1t0f| 2 THOE 27

r. Do you agree to receive more than the default result length
= A0 EX| G2 8 7= 2kbO| LY
Ol K| z4 X

when BTSeq results are not good (the default policy is 2kb) : BTSeq == ST
ZIHE 2 HQIX| BX| S HQUK| B

s. note : 7|Ef £0|AtE 7|XH, Plasmid Enrichment2| 2% 8l & 220 ‘Plasmid Enrichment 7| Xj Y

o



IUPAC code?} 2= ZEE}0|H ME E= referenced 5°I= U 'H

2 HAE s~ E2l9f gEtete] Al QRAE HiSEL oL
B AIMTE B HE A HERRte] 5571010 Erele] 23 20 27 EU

7 TE5t7)

A= HégaE TR} Yy

[ZHd 51712 =2 Forward prime2t reverse primer 25 €21 StA|H ElL|C},
Reference file I 2E2| 42 MEHEED Q= Fasta fileE2 &5 off TA|H & L|C}.

| l Y} 25
¢) CELEMIGS ™
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. . . Sample Information
Reaction Information * Sequencing type
When sending in the form of a 96well plate when sending plasmid samples
Mo .
: a b SEquenCcing type d € f g h I Sample C tratio
- o il D MCEMN n
Zample Mame * Sample type * i ) Plate Marne Well Position Product Sme(bp) Target Size(bp) * Plazmid Vector Plasmid Vector Size F
(If the sample is a plasmid) {ng/ul)
=) c1 Plazmid Insert sequencing Celermics 1 o2 10kbp 1

: PCR product(PCR2 0| 8%t 2Xt cDNA /gt o 2 sl T EfQ) MEH)
equencmg type: 41EH4 OFgt

d. Plate name (plate2 2| 2| A|)

e. Well position (plate 2 2| 2| A|)

f. Product size : 30000 7| X}

g. Target size : Product size2t S 3tAH| 3000002 2 7| XY

h. Plasmid Vector : 7| X o+t

i.  Plasmid Vector size ; A EH OIS}

j. Sample concentration : 7|XH Fet

oo
U oz
n|||:| 114

- 27 -
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Primer Information
Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb)

0 Proceed regardless of QC result MNote

_ I m n

Forward Primer B Rewverze Primer B - -
Forward Primer Sequence(S to 3) Rewverse Primer Sequence(5 to 3) | Primer Concentration {pmodful)

Mame Mame p q r

F1 GGGGATCGGAATTAATTCCOGG | R1 GECGATGCGTACCGALTC | 10 o X FIERAE HZ

X k~o7tX| 7| XY ket
k. Forward primer name :
|. Forward primer sequence(5’-3’) :
m. Reverse primer name .
n. Reverse primer sequence(5’-3’) :
0. Primer Concentration : Primer & = (M| & otX| 40tE &)
p. Proceed regardless of QC result : £X| %2 QCZLH0 HE MM E Z2H
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : BTSeq =
A5 #=
r. note : 7|Ef E0[Alg 7| XY
- 28 -
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FEETEIL majo|o] HE 24 F2Ew el Feas
NAME 9777 | RRMPNOSEC | BEAOEAZ S |+ —
O Sample Mame * Sample type * Sequencing type Plate Name Well Position Product Size(bp) Target Size(bp) * Plasmid Vector Plasmid Vector Size  Sample Concentration (ngul)
o Sample PCR product Full sequencing 2000 2000 pET 2500 200
O 1 1
a b C d e f g h i j

a. ME0|E

b. ¥ Z EIQ : PCR product(PCRE 0| 8%t 2Xl cDNA E/dapd o 2 sl EFQY MEH)
c. Sequencing type : 41EHQtst

d. Plate name (plate 2 2| 2| A|)

e. Well position (plate 2 2| Z[ A|)

f. Product size : 3000022 7|x{

g. Target size : Product size2}t S ¥ 5} 30000022 7| x|

h. Plasmid Vector : 7| Xl Qtat

i. Plasmid Vector size ; 41EQtat

d
j. Sample concentration : 7|7(H‘?_H’.;.F

-29-
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[J  Forward Primer Name  Forward Primer Sequence{5to3)  Reverse Primer Name  Reverse Primer Sequence(5to 3) Primer Concentration (pmoliul) Proceed regardless of QC result Do agree receive more Note
0 F1 ATCCCTCATGTG R1 CGGGTGAGTGC 5 @) @) Not purified
K I m 0 P q r S

X k~oTItX| 7| x| otgt

k. Forward primer name : F Z2{0|H 0| &

|. Forward primer sequence(5’-3’) : FZ 20| A&

m. Reverse primer name : R Z2}0|H 0| &

0. Reverse primer sequence(5’-3’) : RZZ|0|H A&

¥ denovol| AL

p. Primer Concentration : Primer &= (XS SHX| &0t= &)

g. Proceed regardless of QC result : £X| %2 QCZA1t0f 2 TIHO & A7
r. Do you agree to receive more than the default result length

when BTSeq results are not good (the default policy is 2kb) : BTSeq &4 Z1t7t £X| %2 42 7|2 2kbO|Lf
ZANIE "h2 HOolX| BHX| A4S Z{0IX| A4™
= C=2 AL _ loe =2 A L— = O

s. Note : 7|El E0|AtE 7| XY 230-
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- Raw data

Y Y2E F2
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Sample Information

Reaction Information * Sequencing type
When sending in the form of a 96well plate when sending plasmid samples
a b SEquen('::ing type d € f g h I Sample C tratio
oo - - - - - il D MCEMN n
Zample Mame * Sample type * Plate Marne Well Position Product Sme(bp) Target Size(bp) * Plazmid Vector Plasmid Vector Size F

(If the sample is a plasmid)

{ng/ul)

)

1

1 Plasmid Insert sequencing Celermics 1 o2
a. ME0|&
b. ¥E EI¥Y(PCR product, Plasmid)
- Plasmid Enrichment2| A% Plasmid 41&4
c. Sequencing type Full sequencing
d. Plate name (plate2 2| 2| A|)
e. Well position (plate£ 2| Z| A|)
f. Product size : 7| X} Qtgt

It| MK

g. Target size : read =& 7|X{ / SXH A{H|A ZIH : 50,000 or 100,000& & StLIE 7|X|

h. Plasmid Vector : vector 0| 7| X}
i. Plasmid Vector size : product sizeO{| L2} A EH
j. Sample concentration : & & 7| x|

10kbp t

-34 -



Primer Information

Do you agree to receive more than the default result length

Proceed regardless of QC result MNote
Forward Primer I MQ Primer n 0 L when BTSeq results are not good (the default policy is 2kb)
Forward Primer Sequence(S to 3) Rewverse Primer Sequence(5 to 3) | Primer Concentration {pmodful)
Mame Mame p q r
F1 GGGGATOGGAATTAATTCOCGE | R1 GGOGATGOGTACCGACTC | 10 o X ZIEtAE Y

Raw data= k~q7tX| 7| X} Qtst
k. Forward primer name : F Z2{0|H 0| &
|. Forward primer sequence(5’-3’) : FZ 20| A&
m. Reverse primer name : R Z2}0|H 0| &
n. Reverse primer sequence(5’-3’) : REZZ0|H A&
X denovol| A% 7|x| etolf = E
0. Primer Concentration : Primer = = (M| & 5}X| &0t =)
p. Proceed regardless of QC result : £X| %2 QCZ1t0f| 2 M & A7
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : BTSeq =41 Z1}7t £X| %2 42 7|2 2kbO| LK
ol K| 74

FO

:

AUE .:*%7 OIX[ &K Lo%Zd._'XI a7
7| X

r. Note : 7|E} E0|AtE 7| X}, Plasmid Enrichment2| 4<% siE 220 ‘Plasmid Enrichment 7| X} 35
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FEETEIL majo|o] HE 24 F2Ew el Feas
NAME Q757 | RN FUOSEC DINOOEHAZI | + || —
O Sample Mame * Sample type * Sequencing type Plate Name Well Position Product Size(bp) Target Size(bp) * Plasmid Vector Plasmid Vector Size  Sample Concentration (ngul)
o Sample PCR product Full sequencing 2000 2000 pET 2500 200
© a b C d e f g9 h i j
M=0| =
a. 4E0|5
k=4 .
b. MEZ E}(PCR product, Plasmid)

- Plasmid Enrichment2| A2 Plasmid &4
c. Sequencing type Full sequencing
d. Plate name (plate 2 2| 2| A|)
e. Well position (plate 2 2| Z[ A|)
f. Product size : 7| X} ot&t
g. Target size : read =& 7|Xl / © X} MH[A ZI% : 50,000 or 100,000 & StLIZ 7| |
h. Plasmid Vector : vector O| 2 7| X}
i. Plasmid Vector size : product sized| [T}2} A EH
j. Sample concentration : & &%= 7| x|

- 36 -
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B Y qAeec | = Y dolH 45 5

[J  Forward Primer Name  Forward Primer Sequence{5to3)  Reverse Primer Name  Reverse Primer Sequence(5to 3) Primer Concentration (pmoliul) Proceed regardless of QC result Do agree receive more Note
0 F1 ATCCCTCATGTG R1 CGGGTGAGTGC 5 @) @) Not purified
K I m 0 P q r S

Raw data= k~q7tX| 7| X} Qtst
k. Forward primer name : F Z2{0|H 0| &
l. Forward primer sequence(5’-3’) : FZ2/0|H A&
m. Reverse primer name : R Z2}0|H 0| &
n. Reverse primer sequence(5’-3’) : REZ0|H A&
X denovo?| % 7|x| etsl = E
0. Primer Concentration : Primer %E(X1I-T'-3Fx| %ot =)
p. Proceed regardless of QC result : £X| %2 QCZLH0| HE AU E Z2H
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : BTSeq &4 :'J_-'f7f EX| %2 EF 7|2 2kbO| LY
Zd1E B2 AKX &K Lo% AKX 478
7| X

r. Note : 7|E} E0|AtE 7| XH, Plasmid Enrichment2| 4<% sllE £ 20| ‘Plasmid Enrichment’ 7| Xj 37,
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Y Y2E F2

Reaction Information * Sequencing type sample Infurmation- ;
When sending in the form of a 96well plate when sending plasmid samples
Mo a b © d e f h i :
Sample Name * Sample type * (f th::aqu:lzrl.:?sgat}f;:smid} Platz Mame Well Postion Product Sze{bp) Targetgf{lze[bp} * Plasmid Vector | Plasmid Vector Size Sample ic;:cuila}ntrahnn
=) c1 Plazmid Insert sequencing Celermics 1 o2 10kbp 1
a. 40|85
b. MZ EI : PCR product
c. Sequencing type A& . MENSIX| QfOL
d. Plate name (plate£ 2| &| A|)
e. Well position (plate£ 2| Z| A|)
f. Product size : 7| Xjf otst
g. Target size Of2{ e} ZH0| 7| x| .
- 16S rRNA €9 : 1500 39 2 o< 24k 7HTE] size
- 26S rRNA : 1600 - ITS region : 350-880bp

- D1/D2 region : 300-700bp

h. Plasmid Vector : 7| X} ¢+&t
i. Plasmid Vector size : 7| X otk
j. Sample concentration : 7| X 2!

(=13
=

_
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Primer Information

Do you agree to receive more than the default result length

Proceed regardless of QC result MNote
Forward Primer I Mm Primer n 0 L when BTSeq results are not good (the default policy is 2kb)
Forward Primer Sequence(S to 3) Rewverse Primer Sequence(5 to 3) | Primer Concentration {pmodful)
Mame Mame p q r
F1 GGGGATOGGAATTAATTCOCGE | R1 GGOGATGOGTACCGACTC | 10 o X ZIEtAE Y

k. Forward primer name : 7| XjQtgt
|. Forward primer sequence(5’-3’) : 7| X Qtgt
m. Reverse primer name : 7| X Qtgt
n. Reverse primer sequence(5’-3’) : 7| Xjj Q+&t
0. Primer Concentration ; 7| X Qtgt
p. Proceed regardless of QC result : 7| X+t
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : 7| X} O+t

rrnote: =4 @8 G 7|

- A1|$+ 16S rRNA

- 50| :ITS, 26S, D1/D2 & Ust= 24 G4 7|1
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FEETEIL majo|o] HE 24 F2Ew el Feas
NAMER3FA | RRMFAOSEC  @EALOEHZAS N + | —
O Sample Mame * Sample type * Sequencing type Plate Name Well Position Product Size(bp) Target Size(bp) * Plasmid Vector Plasmid Vector Size  Sample Concentration (ngul)
o Sample PCR product Full sequencing 2000 2000 pET 2500 200
O . .
a b C d e f g h i j

a. *n" OI =
b. MZ EIY : PCR product

c. Sequencing type MEH . MEHSIX| ROt H
d

e

[t

. Plate name (plate2 2| 2| A|)
. Well position (plate2 2| 2| A|)

f. Product size : 7| X} Qtgt dd EH ol & Aaf 7 HE| size
g. Target size Ot2j 2} Z0| 7| xH - 16S rRNA E9 : 1,350-1,500bp
- 16S rRNA 8% : 1500 - ITS region : 350-880bp
'2T6~°é fres&?jl%oooo - 26S rRNA : 1,400-1,600bp
' - D1/D2 region : 300-700bp

- D1/D2 region : 600

h. Plasmid Vector : 7| X} o+&t
i. Plasmid Vector size : 7| X otk
j. Sample concentration : 7| X{ 2t} "3
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B 2 A ORRE HH clolE] EE 51|

[J  Forward Primer Name  Forward Primer Sequence{5to3)  Reverse Primer Name  Reverse Primer Sequence(5to 3) Primer Concentration (pmoliul) Proceed regardless of QC result Do agree receive more Note
0 F1 ATCCCTCATGTG R1 CGGGTGAGTGC 5 @) @) Not purified
K I m 0 P q r S

k. Forward primer name : 7| XjQtgt
l. Forward primer sequence(5’-3’) : 7| X Qtgt
m. Reverse primer name ; 7| X kgt
n. Reverse primer sequence(5’-3’) : 7| Xjj Q+&t
0. Primer Concentration ; 7| X Qtgt
p. Proceed regardless of QC result : 7| X+t
g. Do you agree to receive more than the default result length
when BTSeq results are not good (the default policy is 2kb) : 7| X O+t

rrnote: =4 @8 G 7|

- A1|$+ 16S rRNA

- 50| :ITS, 26S, D1/D2 & Ust= 24 G4 7|1
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EE ME
SESME 1
Do
. Forward Reverse Proceed
Target . Plasmid  Sample . Reverse R agree
Sample  Sample Plate . Plasmid i Primer R Primer regardless .
. . Size(bp) Vector Concentration Primer receive
Name Type Name Vector ) Sequence(5 Sequence(5 of QC
* Size (ng/ul) Name more
to3) to3) result °
123 Plasmid 1500
4 »
AFH X
ol&AH
OF2l H A= HE 2 ofl 4 AFAUL|CE
=M AE =52, B 2o o2t HE IAHS
ol 7= 3o =mzs #5000
= |_E||. KI:I-'-l_ |5.E.| 2
o171
T = oEj = T O 7 = 1 -
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BTSeq™ AfH| A0 Y22 LA} 24E x2S ohphLich

9 N\
& CELEMICS

FAQ

DAFO| X3 2= FE0] oSt B S Aeld 4 gL
FAQUIN = ®IX] 28t EiiHio] S QRAS Sol 3358 slZel =Lt

f > 74X > FAQ

Title : Q

e  HE =Ry

1 [3XIAF] 20219 open 2020.12.14

O AfetS0f| CH3H A

S 20| glaLich

=2[5}7| £ S510] AMH| 2 0|80 CHsH
IS¢ FES 2 = AUS

k>
i
ra
lot

MEUA BTSeq F

EHHf &S F4 MEA 3T ZHUCIX[E12 131 195 Y92
EHHY| 2= ALE: BTSeq ©+E2 XL/ 02-6966-0128

2M Za} 29| : 02-6966-0124 BTSeq =44 SHetX}

A% X}E: 010-4176-6601
M=dl at%E - 010-4169-6601
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